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(2) INFORMATION FOR SEQ ID NO : 1 : 

(l) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 423 base pair 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS : single 

(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: DNA (cDNA) 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO : 1 
1 



GTGCTGTCTC CTGCCGACAA GACCAACGTC AAGGCCGCCT GGGGTAAGGT CGGCGCGCAC 6 0 

GCTGGCGAGT ATGGTGCGGA GGCCCTGGAG AGGATGTTCC TGTCCTTCCC CACCACCAAG 12 0 

ACCTACTTCC CGCACTTCGA CCTGAGCCAC GGCTCTGCCC AGGTTAAGGG CCACGGCAAG 18 0 

AAGGTGGCCG ACGCGCTGAC CAACGCCGTG GCGCACGTGG ACGACATGCC CAACGCGCTG 24 0 

TCCGCCCTGA GCGACCTGCA CGCGCACAAG CTTCGGGTGG ACCCGGTCAA CTTCAAGCTC 300 

CTAAGCCACT GCCTGCTGGT GACCCTGGCC GCCCACCTCC CGGCCGAGTT CACCCCTGCG 3 60 

GTGCACGCCT CCCTGGACAA GTTCCTGGCT TCTGTGAGCA CCGTGCTGAC CTCCAAATAC 42 0 

CGT 42 3 

12) INFORMATION FOP SEQ TO NO:?: 

(l) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 141 amino acids 

(B) TYPE: amino acid 

(C) STRANDEDNESS : 

(D) TOPOLOGY: linear 

(li) MOLECULE TYPE: peptide 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO : 2 : 

Val Leu Ser Pro Ala Asp Lys Thr Asn Val Lys Ala Ala Trp Gly Lys 
15 10 15 

Vai Gly Ala His Ala Gly Glu Tyr Gly Ala Glu Ala Leu Glu Arg Met 
20 25 30 

Phe Leu Ser Phe Pro Thr Thr Lys Thr Tyr Phe Pro His Phe Asp Leu 
35 40 45 

Ser His Gly Ser Ala Gin Val Lys Gly His Gly Lys Lys Val Ala Asp 
50 55 60 

Ala Leu Thr Asn Ala Val Ala His Val Asp Asp Met Pro Asn Ala Leu 
65 70 75 80 

Ser Ala Leu Ser Asp Leu His Ala His Lys Leu Arg Val Asp Pro Val 
85 90 95 

Asn Phe Lys Leu Leu Ser His Cys Leu Leu Val Thr Leu Ala Ala His 
100 105 110 

115 120 125 

Leu Ala Ser Val Ser Thr Val Leu Thr Ser Lys Tyr Arg 
130 135 140 



(2) INFORMATION FOR SEQ ID NO : 3 : 



(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 438 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS : single 

(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: DNA (cDNA) 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO : 3 : 

GTGCACCTGA CTCCTGAGGA GAAGTCTGCC GTTACTGCCC TGTGGGGCAA GGTGAACGTG 6 0 

GATGAAGTTG GTGGTGAGGC CCTGGGCAGG CTGCTGGTGG TCTACCTTTG GACCCAGAGG 12 0 

TTCTTTGAGT CCTTTGGGGA TCTGTCCACT CCTGATGCTG TTATGGGCAA CCCTAAGGTG 180 

AAGGCTCATG GCAAGAAAGT GCTCGGTGCC TTTAGTGATG GCCTGGCTCA CCTGGACAAC 240 

C TC AAGGGC A CCTTTGCCAC ACTGAGTGAO CTOCACTGTG ACAAGCTGCA CGTGGATCCT 300 

GAGAACTTCA GGCTGCTGGG CAACGTGCTG GTCTGTGTGC TGGCCCATCA CTTTGGCAAA 3 60 

GAATTCACCC CACCAGTGCA GGCTGCCTAT CAGAAAGTGG TGGCTGGTGT GGCTAATGCC 42 0 

CTGGCCCACA AG TAT C AC 438 

(2) INFORMATION FOR SEQ ID NO : 4 : 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 146 amino acids 

(B) TYPE: amino acid 

(C) STRANDEDNESS: 

(D) TOPOLOGY: linear 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO : 4 : 

Val His Leu Thr Pro Glu Glu Lys Ser Ala Val Thr Ala Leu Trp Giy 
lb 10 15 

Lys Val Asn Val Asp Glu Val Gly Gly Glu Ala Leu Gly Arg Leu Leu 
20 25 30 

Val Val Tyr Pro Trp Thr Gin Arg Phe Phe Glu Ser Phe Gly Asp Leu 

35 40 45 

Ser Thr Pro Asp Ala Val Met Gly Asn Pro Lys Val Lys Ala His Gly 
50 55 60 

Lys Lys Val Leu Gly Ala Phe Ser Asp Gly Leu Ala His Leu Asp Asn 
65 70 75 80 

Leu Lys Giy Thr Phe Ala Thi Leu Ser Glu Leu His Cys Asp Lys Leu 
85 90 95 

His Val Asp Pro Glu Asn Phe Arg Leu Leu Gly A.sn Val Leu Val Cys 
100 105 110 



Val Leu Ala His His Phe Gly Lys Glu Phe Thr Pro Pro Val Gin Ala 
115 120 125 

Ala Tyr Gin Lys Val Val Ala Gly Val Ala Asn Ala Leu Ala His Lys 
130 135 140 

Tyr His 
145 

(2) INFORMATION FOR SEQ ID NO : 5 : 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 141 amino acids 

(B) TYPE: amino acid 

(C) STRANDEDNESS : 

(D) TOPOLOGY: linear 

Hi] MOLECULE TYPE : peptide 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO : 5 : 

Val Leu Ser Gly Glu Asp Lys Ser Asn lie Lys Ala Ala Trp Gly Lys 
15 10 15 

lie Gly Gly His Gly Ala Glu Tyr Gly Ala Glu Ala Leu Glu Arg Met 
20 25 30 

Phe Ala Ser Phe Pro Thr Thr Lys Thr Tyr Phe Pro His Phe Asp Val 
35 40 45 

Ser His Gly Ser Ala Gin Val Lys Gly His Gly Lys Lys Val Ala Asp 
50 55 60 

Ala Leu Ala Ser Ala Ala Gly His Leu Asp Asp Leu Pro Gly Ala Leu 
65 70 75 80 

Ser Ala Leu Ser Asp Leu His Ala His Lys Leu Arg Val Asp Pro Val 
85 90 95 

Asn Phe Lys Leu Leu Ser His Cys Leu Leu Val Thr Leu Ala Ser His 
10 0 10 5 110 

His Pro Ala Asp Phe Thr Pro Ala Val His Ala Ser Leu Asp Lys Phe 
115 120 125 

Leu Ala Ser Val Ser Thr Val Leu Thr Ser Lys Tyr Arg 



(2) INFORMATION FOR SEQ ID NO : 6 : 

(l) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 146 amino acids 

(B) TYPE: amino acid 

(C) STRANDEDNESS: 

(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: peptide 



<xi) SEQUENCE DESCRIPTION: SEQ ID NO : 6 : 

Val His Leu Thr Asp Ala Glu Lys Ala Ala Val Ser Cys Leu Trp Gly 
15 10 15 

Lys Val Asn Ser Asp Glu Val Gly Gly Glu Ala Leu Gly Arg Leu Leu 
20 25 30 

Val Val Tyr Pro Trp Thr Gin Arg Tyr Phe Asp Ser Phe Gly Asp Leu 
35 40 45 

Ser Ser Ala Ser Ala He Met Gly Asn Ala Lys Val Lys Ala His Gly 
50 55 60 

Lys Lys Val He Thr Ala Phe Asn Asp Gly Leu Asn His Leu Asp Ser 
65 70 75 80 

Leu Lys Gly Thr Phe Ala Ser Leu Ser Glu Leu His Cys Asp Lys Leu 

His Val Asp Pro Glu Asn Phe Arg Leu Leu Gly Asn Met He Val He 
100 105 HO 

Val Leu Gly His His Leu Gly Lys Asp Phe Thr Pro Ala Ala Gin Ala 
115 120 125 

Ala Phe Gin Lys Val Val Ala Gly Val Ala Thr Ala Leu Ala His Lys 
130 135 140 



INFORMATION FOR SEQ ID NO : 7 : 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 141 amino acids 

(B) TYPE: amino acid 

( C ) STRANDEDNESS : 

(D) TOPOLOGY: linear 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO : 7 : 

Val Leu Ser Ala Ala Asp Lys Ala Asn Val Lys Ala Ala Trp Gly Lys 
1 5 10 15 

Val Gly Gly Gin Ala Gly Ala His Gly Ala Glu Ala Leu Glu Arg Met 
20 25 30 



Ala Leu Thr Lys Ala Val Gly His Leu Asp Asp Leu Pro Gly Ala Leu 
65 70 75 80 



Ser Ala Leu Ser Asp Leu His Ala His Lys Leu Arg Val Asp Pro Val 



Asn Phe Lys Leu Leu Ser His Cys Leu Leu Val Thr Leu Ala Ala His 
100 105 110 

His Pro Asp Asp Phe Asn Pro Ser Val His Ala Ser Leu Asp Lys Phe 
115 120 125 

Leu Ala Asn Val Ser Thr Val Leu Thr Ser Lys Tyr Arg 
130 135 140 



(2) INFORMATION FOR SEQ ID NO : 8 : 

(1) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 14 6 ammo acids 

(B) TYPE: amino acid 

(C) STRANDEDNESS : 

(D) TOPOLOGY: linear 

Uu MOLECULE TYPE: peptide 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO : 8 : 

Val His Leu Ser Ala Glu Glu Lys Glu Ala Val Leu Gly Leu Trp Gly 
15 10 15 

Lvs Val Asn Val Asp Glu Val Gly Gly Glu Ala Leu Gly Arg Leu Leu 
2 0 2 5 3 0 

Val Val Tyr Pro Trp Thr Gin Arg Phe Phe Glu Ser Phe Gly Asp Leu 
35 40 45 

Ser Asn Ala Asp Ala Val Met Gly Asn Pro Lys Val Lys Ala His Gly 
50 55 60 

Lys Lys Val Leu Gin Ser Phe Ser Asp Gly Leu Lys His Leu Asp Asn 
65 70 75 80 

Leu Lys Gly Thr Phe Ala Lys Leu Ser Glu Leu His Cys Asp Gin Leu 
85 90 95 

His Val Asp Pro Glu Asn Phe Arq Leu Leu Gly Asn Val He Val Val 
100 105 110 

Val Leu Ala Arg Arg Leu Gly His Asp Phe Asn Pro Asp Val Gin Ala 
115 120 125 

Ala Phe Gin Lys Val Val Ala Gly Val Ala Asn Ala Leu Ala His Lys 
130 135 140 



INFORMATION FOR SEQ ID NO : 9 : 

(1) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 23 amino acids 

(B) TYPE: amino acid 
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(C) STRAND EDNESS • 

(D) TOPOLOGY: linear 

M °LECULE TYPE: peptide 
fxi) SEQUENCE DESCRIPTION : SEQ ID N0 : 9 : 
Val His Leu Ser Ala Gin h„ t 

G1U G1U Val Gly Leu Gly 

Lys Val Asn Val Asp Glu Val ^ 
20 

(2) INFORMATION FOR SEQ ID NO: 10: 

(i) SEQUENCE CHARACTERISTICS- 

(A) LENGTH: 2 0 amino acids 

(B) TYPE: ammo acid 

(C) STRANDEDNES^- 

(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: peptide 

fxi) SEQUENCE DESCRIPTION: SEQ ID NO- 10- 

^ - - - ™ - - AU Trp Gly lys 

Val Gly Gly Gin 15 
20 

(2) INFORMATION FOR SEQ ID NO: 11 : 

<i> SEQUENCE CHARACTERISTICS ■ 

(A) LENGTH: Id am ^_ , 

(B) TYPE: amino "acid 

(C) STRANDEDNESS • 

(D) TOPOLOGY: linear 

( ii ) MnrpciTT v 

. II ^ ± ,. pept;ide 

<xi) SEQUENCE DESCRIPTION : SEQ ID NO-11- 

" S Pr ° H1S Pte f " ^ - oiv - , SP Gln val Lys 
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